SEQUENCE LISTING 




<110> GLIMCHER, LAURIE H. 
DOUHAN III, JOHN 

<120> HUMAN C-MAF COMPOSITIONS AND METHODS OF USE THEREFOR 

<130> HUI-027CPDV1 

<140> 09/879,312 
<141> 2001-06-12 

<150> 09/086, 010 
<151> 1998-05-27 

<160> 4 

<170> Patentln Ver . 3.3 



<210> 
<211> 
<212> 



1 

1203 
DNA 



<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (1203) 



<400> 1 

atg gca tea gaa 
Met Ala Ser Glu 
1 



ctg gca atg age aac tec gac ctg 
Leu Ala Met Ser Asn Ser Asp Leu 
5 10 



ccc ace agt ccc 
Pro Thr Ser Pro 
15 



48 



ctg 
Leu 



gec 
Ala 



atg 
Met 



gaa 
Glu 
20 



tat. gtt aat gac 
Tyr Val Asn Asp 



ttc 
Phe 
25 



gat ctg atg aag 
Asp Leu Met Lys 



ttt 
Phe 
30 



gaa 
Glu 



gtg 
Val 



96 



aaa aag 
Lys Lys 



gaa 
Glu 
35 



ccg 
Pro 



gtg gag acc gac cgc ate ate age 
Val Glu Thr Asp Arg lie lie Ser 

40 



cag tgc ggc cgt 
Gin Cys Gly Arg 
45 



144 



etc ate gec ggg ggc 
Leu lie Ala Gly Gly 
50 



teg ctg tec tec acc ccc atg age acg ccc tgc 
Ser Leu Ser Ser Thr Pro Met Ser Thr Pro Cys 
55 60 



192 



age teg gtg ccc ccg tec ccc age 
Ser Ser Val Pro Pro Ser Pro Ser 
65 70 



ttc teg gcg ccc age 
Phe Ser Ala Pro Ser 
75 



ccg ggc teg 
Pro Gly Ser 
80 



240 



cga ggc gaa cag 
Arg Gly Glu Gin 



aag 
Lys 
85 



gcg 

Ala 



cac ctg gaa gac tac tac 
His Leu Glu Asp Tyr Tyr 

90 



tgg atg acc ggc 
Trp Met Thr Gly 
95 



288 



tac ccg cag cag ctg aac ccc gag gcg ctg ggc ttc age ccc gag gac 
Tyr Pro Gin Gin Leu Asn Pro Glu Ala Leu Gly Phe Ser Pro Glu Asp 

100 105 110 



336 



gcg gtc gag gcg etc ate age aac age cac cag etc egg ggc ggc ttc 384 
Ala Val Glu Ala Leu lie Ser Asn Ser His Gin Leu Arg Gly Gly Phe 
115 120 125 

gat ggc tat gcg cgc ggg gcg cag cag eta gee gcg gcg gee ggg gca 4 32 
Asp Gly Tyr Ala Arg Gly Ala Gin Gin Leu Ala Ala Ala Ala Gly Ala 
130 135 140 

ggt gec ggc gee tec ttg ggc ggc age ggc gag gag atg ggc ccc gee 4 80 
Gly Ala Gly Ala Ser Leu Gly Gly Ser Gly Glu Glu Met Gly Pro Ala 
145 150 155 160 

gee gec gtg gtg tec gec gtg ate gee gcg gec gec gcg cag age ggc 528 
Ala Ala Val Val Ser Ala Val lie Ala Ala Ala Ala Ala Gin Ser Gly 

165 170 175 

gcg gg c cc g cac tac cac cac cac cac cac cac 9 CC 9 CC 99° cac cac 576 

Ala Gly Pro His Tyr His His His His His His Ala Ala Gly His His 

180 185 190 

cac cac ccg acg gec ggc gcg ccc ggc gec gcg ggc age gcg gee get 624 
His His Pro Thr Ala Gly Ala Pro Gly Ala Ala Gly Ser Ala Ala Ala 
195 200 205 

teg gec ggt ggc get ggg ggc gcg ggc ggc ggt ggc ccg gec age gtt 672 
Ser Ala Gly Gly Ala Gly Gly Ala Gly Gly Gly Gly Pro Ala Ser Val 
210 215 220 

ggg ggc ggc ggc ggc ggc ggc ggc ggc gga ggc ggc ggg ggc gcg gcg 72 0 
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Ala Ala 
225 230 235 240 

ggc gec ctg cac ccg cac cac gee gee ggc ggc ctg cac ttc gac gac 768 
Gly Ala Leu His Pro His His Ala Ala Gly Gly Leu His Phe Asp. Asp 

245 250 255 

cgc ttc tec gac gag cag ctg gtg ace atg tct gtg cgc gac tgg aac 816 
Arg Phe Ser Asp Glu Gin Leu Val Thr Met Ser Val Arg Asp Trp Asn 

260 265 270 

egg cag ctg cgc ggg gtc age aag gag gag gtg ate egg ctg aag cag 864 
Arg Gin Leu Arg Gly Val Ser Lys Glu Glu Val lie Arg Leu Lys Gin 
275 280 285 

aag agg egg acc ctg aaa aac cgc ggc tat gee aag tec tgc cgc ttc 912 
Lys Arg Arg Thr Leu Lys Asn Arg Gly Tyr Ala Lys Ser Cys Arg Phe 
290 295 300 

aag agg gtg cag cag aga cac gtc ctg gag teg gag aag aac cag ctg 960 
Lys Arg Val Gin Gin Arg His Val Leu Glu Ser Glu Lys Asn Gin Leu 
305 310 315 320 

ctg cag caa gtc gac cac etc aag cag gag ate tec agg ctg gtg cgc 1008 
Leu Gin Gin Val Asp His Leu Lys Gin Glu lie Ser Arg Leu Val Arg 

325 330 335 



gag agg gac gcg tac aag gag aaa tac gag aag ttg gtg age age ggc 1056 
Glu Arg Asp Ala Tyr Lys Glu Lys Tyr Glu Lys Leu Val Ser Ser Gly 

340 345 350 

ttc cga gaa aac ggc teg age age gac aac ccg tec tct ccc gag ttt 1104 
Phe Arg Glu Asn Gly Ser Ser Ser Asp Asn Pro Ser Ser Pro Glu Phe 
355 360 365 

ttc ata act gag ccc act cgc aag ttg gag cca tea gtg gga tac gee 1152 
Phe lie Thr Glu Pro Thr Arg Lys Leu Glu Pro Ser Val Gly Tyr Ala 
370 375 380 

aca ttt tgg aag ccc cag cat cgt gta ctt ace agt gtg ttc aca aaa 1200 
Thr Phe Trp Lys Pro Gin His Arg Val Leu Thr Ser Val Phe Thr Lys 
385 390 395 400 

tga 1203 



<210> 2 
<211> 400 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Ser Glu Leu Ala Met Ser Asn Ser Asp Leu Pro Thr Ser Pro 
15 10 15 

Leu Ala Met Glu Tyr Val Asn Asp Phe Asp Leu Met Lys Phe Glu Val 

20 25 30 

Lys Lys Glu Pro Val Glu Thr Asp Arg lie lie Ser Gin Cys Gly Arg 
35 40 45 

Leu lie Ala Gly Gly Ser Leu Ser Ser Thr Pro Met Ser Thr Pro Cys 
50 55 60 

Ser Ser Val Pro Pro Ser Pro Ser Phe Ser Ala Pro Ser Pro Gly Ser 
65 70 75 80 

Arg Gly Glu Gin Lys Ala His Leu Glu Asp Tyr Tyr Trp Met Thr Gly 

85 90 95 

Tyr Pro Gin Gin Leu Asn Pro Glu Ala Leu Gly Phe Ser Pro Glu Asp 

100 105 110 

Ala Val Glu Ala Leu lie Ser Asn Ser His Gin Leu Arg Gly Gly Phe 
115 120 125 

Asp Gly Tyr Ala Arg Gly Ala Gin Gin Leu Ala Ala Ala Ala Gly Ala 
130 135 140 

Gly Ala Gly Ala Ser Leu Gly Gly Ser Gly Glu Glu Met Gly Pro Ala 
145 150 155 160 

Ala Ala Val Val Ser Ala Val lie Ala Ala Ala Ala Ala Gin Ser Gly 

165 170 175 



Ala Gly Pro His Tyr His His His His His His Ala Ala Gly His His 

180 185 190 



His His Pro Thr Ala Gly Ala Pro Gly Ala Ala Gly Ser Ala Ala Ala 
195 200 205 

Ser Ala Gly Gly Ala Gly Gly Ala Gly Gly Gly Gly Pro Ala Ser Val 
210 215 220 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Ala Ala 
225 230 235 240 

Gly Ala Leu His Pro His His Ala Ala Gly Gly Leu His Phe Asp Asp 

245 250 255 

Arg Phe Ser Asp Glu Gin Leu Val Thr Met Ser Val Arg Asp Trp Asn 

260 265 270 

Arg Gin Leu Arg Gly Val Ser Lys Glu Glu Val lie Arg Leu Lys Gin 
275 280 285 

Lys Arg Arg Thr Leu Lys Asn Arg Gly Tyr Ala Lys Ser Cys Arg Phe 
290 295 300 

Lys Arg Val Gin Gin Arg His Val Leu Glu Ser Glu Lys Asn Gin Leu 
305 310 315 320 

Leu Gin Gin Val Asp His Leu Lys Gin Glu lie Ser Arg Leu Val Arg 

325 330 335 

Glu Arg Asp Ala Tyr Lys Glu Lys Tyr Glu Lys Leu Val Ser Ser Gly 

340 345 350 

Phe Arg Glu Asn Gly Ser Ser Ser Asp Asn Pro Ser Ser Pro Glu Phe 
355 360 365 

Phe He Thr Glu Pro Thr Arg Lys Leu Glu Pro Ser Val Gly Tyr Ala 
370 375 380 

Thr Phe Trp Lys Pro Gin His Arg Val Leu Thr Ser Val Phe Thr Lys 
385 390 395 400 



<210> 3 
<211> 1119 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (1119) 

<400> 3 

atg get tea gaa ctg gca atg aac aat tec gac ctg ccc ace agt ccc 
Met Ala Ser Glu Leu Ala Met Asn Asn Ser Asp Leu Pro Thr Ser Pro 
15 10 15 



ctg gcc atg gaa tat gtt aat gac ttc gat ctg atg aag ttt gaa gtg 96 
Leu Ala Met Glu Tyr Val Asn Asp Phe Asp Leu Met Lys Phe Glu Val 

20 25 30 

aaa aag gaa ccg gtg gag acc gac cgc ate ate age cag tgc ggc cgt 144 
Lys Lys Glu Pro Val Glu Thr Asp Arg lie lie Ser Gin Cys Gly Arg 
35 40 45 

etc ate gcc ggg ggc teg ctg tec tec acc ccc atg age acg ccc tgc 192 
Leu lie Ala Gly Gly Ser Leu Ser Ser Thr Pro Met Ser Thr Pro Cys 
50 55 60 

age teg gtg ccc ccg tec ccc age ttc teg gcg ccc age ccg ggc teg 240 
Ser Ser Val Pro Pro Ser Pro Ser Phe Ser Ala Pro Ser Pro Gly Ser 
65 70 75 80 

ggc age gaa cag aag gcg cac ctg gaa gac tac tac tgg atg acc ggc 288 
Gly Ser Glu Gin Lys Ala His Leu Glu Asp Tyr Tyr Trp Met Thr Gly 

85 90 95 

tac ccg cag cag etc aac ccg gag gcg ctg ggc ttc age ccg gag gac 336 
Tyr Pro Gin Gin Leu Asn Pro Glu Ala Leu Gly Phe Ser Pro Glu Asp 

100 105 110 

gcg gtc gag gcg etc ate age aac age cac cag etc cag ggt ggc ttc 384 
Ala Val Glu Ala Leu lie Ser Asn Ser His Gin Leu Gin Gly Gly Phe 
115 120 125 

gat ggc tat gcg egg gga gcg cag cag ctg gcc gcg gca gcg ggg gcc 432 
Asp Gly Tyr Ala Arg Gly Ala Gin Gin Leu Ala Ala Ala Ala Gly Ala 
130 135 140 

ggc gcc ggc gcc tec ctg ggc ggc age ggc gag gag atg ggc ccc gcc 480 
Gly Ala Gly Ala Ser Leu Gly Gly Ser Gly Glu Glu Met Gly Pro Ala 
145 150 155 160 

gcc gcc gtg gtg tec gcc gtg ate gcc gcg gcc gcc gcg cag age ggc 528 
Ala Ala Val Val Ser Ala Val lie Ala Ala Ala Ala Ala Gin Ser Gly 

165 170 175 

gcg gca ccc cac tac cat cac cac cac cac cac gcc gcg ggg cac cac 576 
Ala Ala Pro His Tyr His His His His His His Ala Ala Gly His His 

180 185 190 

cac cat ccg acg gcc ggc gcc ccg gga acc gcg ggc ggc gcg tct tec 624 
His His Pro Thr Ala Gly Ala Pro Gly Thr Ala Gly Gly Ala Ser Ser 
195 200 205 

tct teg aac ggc gcg ggt ggc gcg ggc ggc ggt ggc ccg gcc aac acc 672 
Ser Ser Asn Gly Ala Gly Gly Ala Gly Gly Gly Gly Pro Ala Asn Thr 
210 215 220 

999 ggc ggc ggc ggc gga gac ggc ggc ggg ggc acg gcg ggg gcg ggg 72 0 
Gly Gly Gly Gly Gly Gly Asp Gly Gly Gly Gly Thr Ala Gly Ala Gly 
225 230 235 240 



ggc gcc ctt cac ccg cac cat tec gcg ggc ggc ctg cac ttc gac gac 768 
Gly Ala Leu His Pro His His Ser Ala Gly Gly Leu His Phe Asp Asp 

245 250 255 

cgc ttc teg gac gag cag ttg gtg acc atg teg gtg cgc gaa ctg aac 816 
Arg Phe Ser Asp Glu Gin Leu Val Thr Met Ser Val Arg Glu Leu Asn 

260 265 270 

egg cag ctg cgc ggg gtc age aag gag gag gtg ate cga ctg aag cag 8 64 
Arg Gin Leu Arg Gly Val Ser Lys Glu Glu Val lie Arg Leu Lys Gin 
275 280 285 

aag agg egg acc ctg aaa aac cgc ggc tat gcc cag tec tgc cgc ttc 912 
Lys Arg Arg Thr Leu Lys Asn Arg Gly Tyr Ala Gin Ser Cys Arg Phe 
290 295 300 

aag agg gtg cag cag aga cac gtc ctg gag teg gag aag aac cag ctg 960 
Lys Arg Val Gin Gin Arg His Val Leu Glu Ser Glu Lys Asn Gin Leu 
305 310 315 320 

ctg cag cag gta gac cac etc aag cag gag ate tec agg ctg gtg cgc 1008 
Leu Gin Gin Val Asp His Leu Lys Gin Glu lie Ser Arg Leu Val Arg 

325 330 335 

gaa agg gac gcc tac aag gag aaa tac gag aag ctg gtg age aac ggc 105 6 
Glu Arg Asp Ala Tyr Lys Glu Lys Tyr Glu Lys Leu Val Ser Asn Gly 

340 345 350 

ttc cga gaa aac ggc teg age age gac aac cct tec tct ccc gaa ttt 1104 
Phe Arg Glu Asn Gly Ser Ser Ser Asp Asn Pro Ser Ser Pro Glu Phe 
355 360 365 

ttc atg tga gtg tga 1119 
Phe Met 
370 



<210> 4 
<211> 370 
<212> PRT 

<213> Mus musculus 
<400> 4 

Met Ala Ser Glu Leu Ala Met Asn Asn Ser Asp Leu Pro Thr Ser Pro 
15 10 15 

Leu Ala Met Glu Tyr Val Asn Asp Phe Asp Leu Met Lys Phe Glu Val 

20 25 30 

Lys Lys Glu Pro Val Glu Thr Asp Arg lie lie Ser Gin Cys Gly Arg 
35 40 45 

Leu lie Ala Gly Gly Ser Leu Ser Ser Thr Pro Met Ser Thr Pro Cys 
50 55 60 



Ser Ser Val Pro Pro Ser Pro Ser Phe Ser Ala Pro Ser Pro Gly Ser 
65 70 75 80 



* 




Gly Ser Glu Gin Lys Ala His Leu Glu Asp Tyr Tyr Trp Met Thr Gly 

85 90 95 

Tyr Pro Gin Gin Leu Asn Pro Glu Ala Leu Gly Phe Ser Pro Glu Asp 

100 105 110 

Ala Val Glu Ala Leu lie Ser Asn Ser His Gin Leu Gin Gly Gly Phe 
115 120 125 

Asp Gly Tyr Ala Arg Gly Ala Gin Gin Leu Ala Ala Ala Ala Gly Ala 
130 135 140 

Gly Ala Gly Ala Ser Leu Gly Gly Ser Gly Glu Glu Met Gly Pro Ala 
145 150 155 160 

Ala Ala Val Val Ser Ala Val lie Ala Ala Ala Ala Ala Gin Ser Gly 

165 170 175 

Ala Ala Pro His Tyr His His His His His His Ala Ala Gly His His 

180 185 190 

His His Pro Thr Ala Gly Ala Pro Gly Thr Ala Gly Gly Ala Ser Ser 
195 200 205 

Ser Ser Asn Gly Ala Gly Gly Ala Gly Gly Gly Gly Pro Ala Asn Thr 
210 215 220 

Gly Gly Gly Gly Gly Gly Asp Gly Gly Gly Gly Thr Ala Gly Ala Gly 
225 230 235 240 

Gly Ala Leu His Pro His His Ser Ala Gly Gly Leu His Phe Asp Asp 

245 250 255 

Arg Phe Ser Asp Glu Gin Leu Val Thr Met Ser Val Arg Glu Leu Asn 

260 265 270 

Arg Gin Leu Arg Gly Val Ser Lys Glu Glu Val lie Arg Leu Lys Gin 
275 280 285 

Lys Arg Arg Thr Leu Lys Asn Arg Gly Tyr Ala Gin Ser Cys Arg Phe 
290 295 300 

Lys Arg Val Gin Gin Arg His Val Leu Glu Ser Glu Lys Asn Gin Leu 
305 310 315 320 

Leu Gin Gin Val Asp His Leu Lys Gin Glu lie Ser Arg Leu Val Arg 

325 330 335 

Glu Arg Asp Ala Tyr Lys Glu Lys Tyr Glu Lys Leu Val Ser Asn Gly 

340 345 350 

Phe Arg Glu Asn Gly Ser Ser Ser Asp Asn Pro Ser Ser Pro Glu Phe 
355 360 365 

Phe Met 
370 




mouse^tfJKPT cod 

maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



mouse ma f cod 
human maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



Docket No.: HUI-027CPDV1 



App No.: 09/879312 
Inventor: Laurie H. GLIMCHER et al. 
Title: HUMAN C-MAF COMPOSITIONS AND METHODS OF USE 
THEREFOR 
REPLACEMENT SHEET 



ATGGCTTCAGAACTGGCAATGAGCAATTCCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAATG 



10 20 

ATGGcHrCAGAACTGGCAATG 
ATGGC A rCAGAACTGGCAATG 



30 



40 



50 



60 



70 





CCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAATG SEQ ID NO:3 
CCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAATG SEQ ID NO: 1 



ACTTCGATCTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGGAGACCGACCGCATCATCAGCCAGTGCGG 
80 90 100 110 120 130 140 

ACTTCGATCTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGGAGACCGACCGCATCATCAGCCAGTGCCG SEQ ID NO:3 
ACTT CG AT CTG ATG AAGTTTG AAGTG AAAAAG G AACCG G TGG AG AC CG AC CG C ATC ATC AG C C AG TG CGG SFO ID NO: 1 

CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC 
1 B0 160 170 180 190 200 210 

CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC SEQ ID NO:3 
CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC SEQ ID NO: I 

CCCAGCTTCTCGGCGCCCAGCCCGGGCTCGGGCGGCGAACAGAAGGCGCACCTGGAAGACTACTACTGGA 
220 230 240 250 260 270 280 



CCCAGCTTCTCGGCGCCCAGCCCGGGCTCC 
CCCAGCTTCTCGGCGCCCAGCCCGGGCTC( 



CGAACAGAAGGCGCACCTGGAAGACTACTACTGGA SEQ ID NO:3 
sbcGAACAGAAGGCGCACCTGGAAGACTACTACTGGA SEQ IDNO:l 



TGACCGGCTACCCGCAGCAGCTGAACCCGGAGGCGCTGGGCTTCAGCCCGGAGGACGCGGTCGAGGCGCT 

290 300 310 320 330 340 350 

TGACCGGCTACCCGCAGCAGCl(cVACCC^AGGCGCTGGGCTTCAGCCcEbAGGACGCGGTCGAGGCGCT SEQ ID NO:3 

JAGG CG CTGGG CTTC AGCC C CpAGGACGCGGTCG AGGCGCT SEQ ID NO: 1 



TGACCGGCTACCCGCAGCAGCT G \ACCC 



CATCAGCAACAGCCACCAGCTCCGGGGTGGCTTCGATGGCTATGCGCGGGGGGCCCACCAGCTGGCCGCG 
360 370 380 390 400 410 420 



C ATC AGC AAC AGCC ACC AG CT C 
CATC AG C AAC AG CC ACC AGCT C 





GCTTCG ATGG CT ATG CGC 
GCTTCGATGGCTATGCGC 




AG CG C AG CAG C 
GGG CGC AGC AGC 




CCGCG SEQ ID NO: 3 
CCGCG SEQ ID NO: 1 



GCGGCGGGGGCCGGTCCCGGCGCCTCCTTGGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG 

430 440 450 460 470 480 490 

GC^fcCGGGGGC&5C^bcCGGCGCCTCCt\rGGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG SEQ ID NO:3 




CCGGGGCIApqrGCCGGCGCCTO 



XJGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG SE Q IDNO:l 



TGTCCGCCGTCATCGCCGCGGCCGCCGCGCAGAGCGGCGCGGGCCCGCACTACCATCACCACCACCACCA 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



500 



510 



520 



530 



54 0 



550 



560 



TGTCCGCCGTGATCGCCGCGGCCGCCGCGCAGAGCGGCGCGG C A rdCCACTACC 
TGTCCGCCGTGATCGCCGCGGCCGCCGCGCAGAGCGGCGCGC G 2 rCpCACTACC 




ACCACCACCACCA SEQ ID NO:3 
ACCACCACCACCA SEQ ID NO: 1 



CGCCGCGGGGCACCACCACCATCCGACGGCCGGCGCGCCGGGCGCCGCGGGCGGCGCGTCTTCTTCTTCG 
570 580 590 600 



CGCCG 
CGCCG 





ACCACCACC 
ACCACCACC 




CGACGGCCGGCGC rt CG 3 



CGACGGCCGGCGCgp 




610 

CGCGGG 
CGCGGG 



620 



630 




SEQ ID NO:3 
SEQ ID NO:l 



GGTGGCGCTGGTGGCGCGGGCGGCGGTGGCCCGGCCAGCGTTGGGGGCGGCGGCGGCGGCGGCGGCGGCG 



mouse maf cod 
human maf cod 




640 
^GCGcEbGTr 



650 



660 



670 



680 



690 



700 



^GCG 




GS 



IGCGCGGGCGGCGGTGGCCCGGCC 
JGCGCGGGCGGCGGTGGCCCGGCC 




GGGGCGGCGGCGGCGG 
GGGGCGGCGGCGGCGG 




GGCGGCG SEQIDNO:3 
GGCGGCG SEQ ID NO:l 



FIGURE 1A 



mouse ma £ cod 
human maf cod 



mouse ma f cod 
human ma f cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human mar cod 



App No.: 09/879312 tonrfcot w« ui ^-r^~ 

Inventor: Laurie H. GLIIMer et al< * N °" HU, -° 27 CPDV1 

T THER€F0R C " MAF C ^^ SmbNS '-AND METHODS OF USE 



REPLACEMENT SHEET 



GGGGCGGGGGGGGGGCGGGGGGCGCCCTTCACCCGCACCATTCCGCGGGCGGCCTGCACTTCGACGACCG 
7 10 720 730 740 750 760 770 

^ CGG ^fcGGCGCCCTfrbACCCGCACCAJ Y V TCGcEbGCGGCCTGCACTTCG ACGACCG 
ICGGgpGGCGCCCip rACCCGCACCAQ3pCGqcpGCGGCCTGCACTTCGACGACCG 




SEQ IDNO:3 
SEQ ID NO:l 



CTTCTCGGACGAGCAGTTGGTGACCATGTCTGTGCGCGACTTGAACCGGCAGCTGCGCGGGGTCAGCAAG 
780 



790 



800 



8 10 



820 



830 



840 



CTTCT 
CTTCT 




3ACGAGCA 1 
ACGAGCA 




GGTGACCATGT 
GGTGACCATGT 




TGCGCG 
TGCGCG 




AACCGGCAGCTGCGCGGGGTCAGCAAG SEQ ID NO:3 
AACCGGCAGCTGCGCGGGGTCAGCAAG SEQ ID NO: 1 



GAGGAGG T GATCCGGCTGAAGCAGAAGAGGCGGACCCTGAAAAACCGCGGCTATGCCCAGTCCTGCCGCT 
8S0 



860 



370 



880 



890 



900 



9 10 



GAGGAGGTGATCC 
GAGGAGGTGATCC 




TGAAGCAGAAGAGGCGGACCCTGAAAAACCGCGGCTATGC 
TGAAGCAGAAGAGGCGGACCCTGAAAAACCGCGGCTATGC 




GTCCTGCCGCT 
GTCCTGCCGCT 



SEQ ID NO:3 
SEQ ID NO: I 



l^^g^g.GGTGC AGCAGAGACACGTCCTGGAGTCGGAGAA GA ACCAGCTGCTGCAGCAGGTCGACCACC T 
920 



9 30 



940 



9 SO 



9 60 



97 0 



960 



TC.\AGAGGGTGCAGCAGAGACACGTCCTGGAGTCGGAGAAGA/^CCAGCTGCTGCAGC^3TfAtACCACCT 
TC AAG AGG G TG C AG C AG AG ACACGTCCTG G AG T CGG AG AAG AAC C AG CTG CTGCAGCP aJ ; T£p A C C AC C T 



SEQ ID NO:3 
SEQ IDNO:l 



mouse maf cod 
human ma f cod 



mouse maf cod 
human maf cod 



'„ AA ^ C AG G A G A T C T C C AC G C T G G T G C G C C 



G AG A G G G A CG CG i AC A AG G AG A A A T A CG AG AAG T TG G T G AG C 



990 



1000 



CAAGCAGGAGATCTCCAGGCTGGTGCGCG 
C AAG C AGG AG ATCTCC AGGCTGGTG CGCG 



1010 1020 1030 1040 L0SG 

gggacgc&acaaggagaaatacgagaagStggtgagc SEQ ID NO:3 

GGGACGCgJTACAAGGAGAAATACGAGAAGg^"GGTGAGC SEQ IDNO:l 




agcggcttccgagaaaacggctcgagcagcgacaacccttcctctcccgagtttttcatgtgxxxxxxxx 

1060 1070 1080 1090 1100 




ggcttccgagaaaacggctcgagcagcgacaaco 
ggcttccgagaaaacggctcgagcagcgacaacc< 




CCTCTCCCG 
CCTCTCCCG 




TTTTCA 
TTTTCAT 



1110 1120 

SEQ ID NO:3 
GAGCCCA SEQ ID NO: 1 




xxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxx xxxxx xxxxxxxxxxxxx 

1130 



1140 



1150 



1160 



1170 



1180 



1190 



mouse maf cod 



SEQ ID NO:3 

human maf cod CTCGCAAGTTGGAGCCATCAGTGGGATACGCCACATTTTGGAAGCCCCAGCATCGTGTACTTACCAGTGT SEQ ID NO: 1 



xxxxxxxxxxxxx 



1200 

mouse maf cod 

human maf cod GTTCACAAAATGA 



SEQ ID NO:3 
SEQ ID N0:1 



FIGURE IB 



App No.: 09/879312 Docket No.: HUI-027CPDV1 

Inventor: Laurie H GLIMCHER et at. 

Title: HUMAN C-MAF COMPOSITIONS AND METHODS OF USE 
-THEREFOR 
^REPLACEMENT SHEET 



mouse c -ma f c 
human c-maf c 



mouse c - ma f t 
human c -ma t z 



mouse c - ma t c 
human c - ma i : 



mouse c -ma f c 
human c-maf c 



mouse c-maf t 
human c-maf t 



mouse c-maf t 
human c-maf t 



MASELAMSNSDLPTS PLAMEYVNDFDLMKFEVKKEPVETDR I ISQCGRL I AGGSLSSTPMSTPC5SVP PS 
10 20 30 -10 50 



60 



70 



MASELAMpNSDLPTSPLAMEYVNDFDLMKFEVKKEPVETDRI ISQCGRL IAGGSLSSTPMST PCSS VP PS 
MASELAm|sjJSDLPTSPLAMEYVNDFDLMKFEVKKEPVETDRI TSQCGRLl AGGSLSSTPMSTPCSSVPPS 

PSFSAPSPGSGGEQKAHLEDYVWMTGYPQQLNPEALGFSPEDAVEAL.rSNSHQLQGGFDGYARGAQQLAA 
80 



90 



LOO 



110 



L20 



L 30 



\A0 



PSFSAPSPGi 



:qkahledyywmtgypoQlnpealgfspedavealisnshqi. 



PS FS APS PGS^ppQKAHLEDYYWlTG Y PQQ LNPEALGFS PEDAVEAL I SNSHQLjRpG FDGYARGAQQLAA 



IG FDGYARGAQQLAA 



•^.gj^figf^^^G E EMG P AAA W S A V I AA AAAQ SG AG PHYHHHHH H ! AAG H H H H PTAG A _PG AAGG AAA S A 

i- 5 0 L 6 0 LV0 L30 190 2 00 2 1.0 

AAG AG AG A S LG G SG E E M G P AAA W S A V I AAAAAQ S G aJaV HYHHHHHHAAGHHHHPTAC A PCfFKciRKE ?l C ^ 
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EEVIRLKQKRRTLKNRGYAQSCRFKRVQQRHVLESEKMQLLQQVDHLKQEISRLVRERDAYKEKYEKLVS 
290 300 310 320 330 340 350 



EEVIRLKQKRRTLKNRGYJ 



;CRFKRVQQRHVLESEKNQLLQQVDHLKQEISRLVRERDAYKEKYEKLVS 



EEVIRLKQKRRTLKNRGY^iK5CRFKRVQQRHVLESEKNQLLQQVTJHLKQEI£RLVRERDAYKEKYEKLVS 
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human maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
human maf cod 



mouse maf cod 
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ATGGCTTCAGAACTGGCAATGAGCAATTCCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAATG 

10 20 30 40 50 60 70 

CAGAACTGGCAATG/EbAP TtrCCGACCTGCCC ACC AGTCCCCTGGCC ATGG AATATGTTAATG SEP ID NO: 3 
CAGAACTGGCAATG J ?tpAA|cJrCCGACCTGCCCACCAGTCCCCTGGCCATGGAATATGTTAArG SEP ID NO:T 



ATGG 
ATGG 




ACTTCGATCTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGGAGACCGACCGCATCATCAGCCAGTGCGG 
80 90 100 110 120 130 140 

ACTTCGATCTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGGAGACCGACCGCATCATCAGCCAGTGCCG SEP ID NO:3 
ACTTCGATCTGATGAAGTTTGAAGTGAAAAAGGAACCGGTGGAGACCGACCGCATCATCAGCCAGTGCGG SEP ID NO: I 

CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC 
150 160 170 180 190 200 210 

CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC SEP ID NP:3 
CCGTCTCATCGCCGGGGGCTCGCTGTCCTCCACCCCCATGAGCACGCCCTGCAGCTCGGTGCCCCCGTCC SEP ID NO:l 

CCCAGCTTCTCGGCGCCCAGCCCGGGCTCGGGCGGCGAACAGAAGGCGCACCTGGAAGACTACTACTGGA 
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CCCAGCTTCTCGGCGCCCAGCCCGGGCTC 
CCCAGCTTCTCGGCGCCCAGCCCGGGCTC 




CGAACAGAAGGCGCACCTGG AAGACTACTACTGGA SEP ID NO:3 
ipCGAACAGAAGGCGCACCTGGAAGACTACTACTGGA SEP ID NOll 



TGACCGGCTACCCGCAGCAGCTGAACCCGGAGGCGCTGGGCTTCAGCCCGGAGGACGCGGTCGAGGCGCT 
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tgaccggctacccgcagcagciIcKacc 



TGACCGGCTACCCGCAGCAGCtJGJlACCC 
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AGGCGCTGGGCTTCAGCCcEbAGGACGCGGTCGAGGCGCT SF. Q ID NP:3 
AGGCGCTGGGCTTCAGCCC CpAGGACGCGGTCGAGGCGCT SEP ID NP:I 



C ATC AGC AAC AGC C ACC AG CT CCGGGGTGG CTTCG ATGG CT ATG CGCGGGGGG CCC ACC AG CTGG CCGCG 
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CATCAGO^CAGCCACCAGCTCCjAb 
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CTTCGATGGCTATGCGC 
CTTCGATGGCTATGCGC 




AGCGC AGCAG < 
GGGCGCAGCAG< 




CCGCG SEP ID NO: 3 
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GCGGCGGGGGCCGGTCCCGGCGCCTCCTTGGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG 
430 440 4S0 460 470 480 490 

GCMCGGGGGC&GjctcCGGCGCCTCCtlrGGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG SF -Q 1D NP:3 



GCjGJ3CCGGGGC^G[rj^CCGGCGCCTCCyrGGGCGGCAGCGGCGAGGAGATGGGCCCCGCCGCCGCCGTGG TO NQ:1 
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GGGGCGGGGGGGGGGCGGGGGGCGCCCTTCACCCGCACCATTCCGCGGGCGGCCTGCACTTCGACGACCG 
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CGGCGGGCGCCC 
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CTTCTCGGACGAGCAGTTGGTGACCATGTCTGTGCGCGACTTG AACCGGCAGCTGCGCGGGGTCAGCAAG 
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GAGGAGGTGATCCGGCTGAAGCAGAAGAGGCGGACCCTGAAAAACCGCGGCTATGCCCAGTCCTGCCGCT 
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GACGAGGTGATCCC^TGAAGCACAACAGCCGGACCCTGAAAAACCGCGCCTATGC " 
GAGGAGGTGATCCcfccTCAAGCAGAAGAGCCGGACCCTGAAAAACCGCGGCTATGC 




GTCCTGCCGCT, SEP ID NP:3 
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